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(a) I££IJ#-^4, 6, 8, 10, 12, 1 4 3g L < ti 1 6 *L& T ^ ^ ft 

(b) @B3«^4, 6, 8, 10, 12, 1 45gL< f± 1 6 ^£*L&75 7^ 

se^ij k 33 v> r i m t < o r ^ y m&%.ik, wmm l < tettfln $ *tfc r ^ y 

[fMt^2] mTO (a)3Ui(b)0* W«*«*3- KfAit^f-o 

(a) lE^J#-^-4, 6, 8, 10, 12, 1 4 3gL < ti 1 6 Icj^SfL* T ^ Sffl. 

(b) ffi?!BHM. 6, 8, 10, 12, 1 43gL < ft 1 6 i:^§ii4 7 5 7^ 
E?!l fc: Js v>T 1 3g L < (MOT ^ J L < ttttfln £ft*:7 5 y 

3 ] ]>XT<D (a) Xtt (b) <7)DNA£#tf jtfS^o 

(a) @B^!l#-^3, 5, 7, 9, 11, 1 3 < t± 1 5 \Z^ti2>MgM&\fr 

(b) ffi^J#^3> 5, 7, 9, 11, 1 33gL< \t 1 5 H^^tL^^igSB^J^ 
<b £ ^DNAlc^ LffitoWfcSSE?!!** <b * &DNAh ^ > U > ^ V f ^^#Tf^ 

-2>DNA 

[«f*S 4 ] »3jfcg 2 X(± 3 IBttO«^*^tf Wgkz.^9 9~ 0 

m*m 5 ] 4 fBtto&m*.^ * - *&tri&nimito 

1* V^^KO«P5-Wf^*^'t* - k *#Stfc1-*Del-l«P^WfM-^*ji^o 
7 ] fl|*£ 1 IBtto 9 y>*9 K fc #«*1««SC 

[ffi^8] W*m3Btt<P* v<*K«:#tN ffil&^ftifc*MffiH£ffi 
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9 ] i tamo * st t &m<o g t #mm l 

1 0 ] lft*3( 2 Xti 3 SBttOiSfe^fc , f§fl<D g W^f* n - K1- 

Elt^l 1] Ht*£l 0|Sm<7)itf5?-*^-tr»^^^^-o 
[g&3ft® 1 2 ] 1 1 SBIftW&Slx.'** * - Sr^tr^JMaJMfc. 

w^p Sam*-*- ^»-t^#m^-r^g 0 jR^fto 

(b) tJ|Blllt^>^^JI*jWIft^36JtJCi5fc«$**X€, 

[ffi*£l 6] Del-l^>^^SCDg|5^jfe*oT, < HTO(a) 
Xfi (b) tf> * R Sr-g-tr WfM-o 

(a) E?U#^ 4 Kfc £ *LS T ^ y WQSfflfr h%%>? >/* ? M 

(b) 4i,z7Fzti2>T<; msm k& v>t i % u < «gHB<& r ^ y aw* 

[0 0 0 1] 
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[0 0 0 2] 

Del-l (developmental ly endothelial locus-1) 9 jf TDel-lJ , 

r^rSDel-ij HwVj i± N EGF (Jt&iifitS^s endothelial growth factor) 
MM 4 -yJkTfVTs n 4 v Villi Y*4V 9 >/^ft^S o £ 

V^Kt±3tt£1^?* JfT& *) , « v /? 3 >"f VS^^Pf 

^iH^^itv^ (Hidai, C. et al.. GENES & DEVELOPMENT 12: 21-33, 1 

998 ($mw$tti) ) o 

[0 0 0 3] 

iS3s ^SDel-l£n- FT v-->rZtittit>. £rSDel-l£ 
Sm%itXffifc<D#V'<'7*- K*^£Del-lfc8rfr$-ti\ tfrSB^gDel-l£*g£-L 
fc # y ^ 7^ K * mWt £ #}£^£n bttx^Z (Mx. l*#^¥ll-507527-^<2r# 

(#Bfcfc«U) Sr#JS) o ^-RDel-lii^OF^ V^^ltlE^SI 

[0 0 0 4] 

o 

[0 0 0 5] 

^SDel-ltc^L^g^^ >^*®£-H3*Kll]JDrt-* Cl fcfro fco 

[0 0 0 6] 

HMfcfcft 1 1 
#^¥ll-507527-^-<2r# 
[0 0 0 7] 

umw&tt 1 1 
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Hidai, C. et al., Genes & Development 12: 21-33, 1998 
[0 0 0 8] 

[ 0 0 0 9 1 

[0 0 10] 

(1) JJITO (a)Xf±(b)^^ V^^Ko 

(a) @B^-t4> 6, 8, 10, 12, 1 4 g L < tt 1 6 IZTfiZthZ T 5 y Bfc 

(b) @5?!)#-^4, 6, 8, 10, 12, 14fL<lil6^$tLl)T^i 

(2) JJJLTO (a)Xti(b)<a* K-taat^o 

(a) @g^1J#^-4, 6, 8, 10, 12, 1 45gL < tt 1 6 K^$*L& T 3 JWi 

(b) @B^!l#^-4, 6, 8, 10, 12, 1 45g=L < \t 1 6 fcjF$*L* 7 ^ 

( 3 ) £kT<D (a)Xit (b) ODNA*#trat^ 0 

(a) SB^J#-^3, 5, 7, 9, 11, 1 3 £L < ti 1 5 KmZti2>iM.&mmfr 

(b) @S^J#^-3, 5, 7, 9, 11, 1 3%L<\*1 5K7F2tlZ1&&mmfr 
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•2>DNA 

( 4 ) fFfB(2) X»± (3)fB»<&«^*^tr 9 -o 

(5) mis(4)fsm(7)mmx.^^^-^#tf^s^m^o 

OfflJ^UfM-Sr^-r* - k *#»ti-*Del-l«B^WfM*0«iit^o 

(8) miaammo^v^sc^t^ i»%^xi£»«s^pi^iaio 

( 9 ) tfrSB(l)fB*W> * S W53^-k Lfctt£-* Jt 

o 

(1 0) miB(2)X«(3)IBaoil^i:. ilOS^^n- Kf^l^t 

(11) mfB(10)fBm^slf5 : f-^^«mx.^^^-o 

(12) mffi(ll)fBm^amx.^^^-^#tr^®|Em^o 

(1 3) «riB(12)iaR^JWgaM*:***L, WfcttSilffcWfrlbDel-l*^ 

(14) mm9mm<om&9>s*9M*mj&9immzitM2 j tt, s»^f*« 

^1-^-k^#mk1-^>B Wfi^O P JR^feo 
(1 5) BW^^EIJR-f 4^tfet?*oT, JBHTOXS: 

(a) mmi2)fm<nT&Mmmfc*mmiT2>ztK£vx, isaoBW^f-kDe 

l-l^>/^®^)S^if>tkoM^^>^^®^^$^^X^ 

(b) tWBli!i^^v^^K*j|IHJB^*KJcjt»$*«njB. 2&tf 

(c) tuIBl!fe^^>/N 0 ^M^^@^^>'/^^K*W1--2>-k^ < to-C^ «TSBi 

(1 6) Del-l^>^^KOW5^ifM"C*oT> < k &&T«>(a)Xtt(b) 
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[0 0 11] 

el-lfMMWfi-tt, £SDel-l t-«JWf-T* - k i *9fti££ ftfcfc <D 

[0 0 12] 

*l&WWDel-l«5^»f>T-t±> ^SDel-ljt^f- (E3W5"1) <7)@S?iJ<7) ? 4> 
* < k ^1270~1662#^*lfi^!j^^l' H t) n- K3*i£T3 (E#l#^- 
2 ^1"T3 ym@a^lJ0218~348#OT5 SWMm) *#tr & <0~?ibZ o -(7)11 

4lc^-t 0 $7t, ±IB«**^tr^:»9iODel-l«B^»fW-|±, E?!l#^5, 7> 
93ZJ4 1 l^-rtt*HE?fl**-r*fcOT?*»). itL^^^E^Jlci lj n- K 
$ tL& T ^ J *-ft-?*iE?!l#-^ 6^ 8 \ 10, 12 \zi^-f 0 

[0 0 13] 

y t m&-t& £ k ^-e § * k fix v>£ o 

[0 0 14] 

±Vt^i4®^»^SDel-lL^#^tt^v>fci6, * * y-fu y hfeX, t& 
«±?t^<7)^SDel-l*lftffl-raikt±aii6TjBILv»o iOfcfc, T;v#';** 

77^- zzm^tzfemmmmztix^Zo -r%t>%, *^a*»x.^j:»3 
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£ffiWd)el-l* W^f?<a^ffi:£&tt7i** >fu y hfcfcfcJt^Tfl&Ka*}* 
[0 0 15] 

tio T# *Lfc*|&WODel-l«fliar Jt 4r^» U S»Del-l«*»f^ * T ;V # 

[0 0 16] 
[0 0 17] 

[0 0 18] 

^SDel-iaHS^^n-^v^ti, ^ttKffiotff^ £ 3 (Hid 

ai C. et al., GENES & DEVELOPMENT, 12:21-33, 1998) 0 Y J 1**7 4 

[0 0 19] 

^7 A? n~>co$rJt£*79^ v>^^-K:#AU mRNA?)^ 
[0 0 2 0] 

# * V y it, cDNA9 >fr5';-*f)B #JDNA£#*J *) ±lf& /:ft^yn 
-^Ufflv^*\ &&Wi5'-RACE. 3'-MCE<Dtzl&<Dmttm&&}7 0 7<<~* 
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-OgfifJ-KJBVifctL&o RACE&^Ht "9 fctt, TtttRO*? h (Mx.ll Mara 

thon^M cDNA Amplification Kit N Clontechtfc) ^fflv^iH J -e^. 0 
[0 0 2 1] 

[0 0 2 2] 

1 Iw^i-ffiSiByiJ J: i) a - K £ *12> 7 ^ >> ^Sfi^iJ & @S^iJ#^- 2 H^i" 0 
[0 0 2 3] 

l~348#B^T^ymE^J*#tf^O-e*So JifBStffrBfm*, E50*^ 1 
^1 _ :&XSE^J£;£"i~&DNA : £:Exonuclease IIIhMung bean nuclease£fflv>-C3' 5fc 

as a* bm^Mmi-z ii:(a>)#^cH^i^o n\mzti&3' ^odna^exo 

nuclease IIKDKlBWmfc <£ 2t& 0 tO^rffiliT^jEOBSR (#1 x. t^Exon 

uclease III : * * 9/<>f **tM) »^:tft*i^o 
[0 0 2 4] 

*$>mnwmmQei-mfrWi)i<D®&m*m 1 m 1 k^t, 4-m> 
mm^ 2 tc^-r t ^ ; mmn<v ■? 1 -348# (e?o#^ 6 ) „ 4-15& 1 -365 

# (1B^|J#^ 8 ) > 4-14t± 1 -3681= (fSM^rlO) , 4-1314 1 -385^ (gc?!j# 
-tl2) „ DB&218~418# (i5^J#^14) > DEfi218~319# (125^-^16) (OffiS, 
<DT<ymMF}Zmir2>o C tt t, ODel-liftfl-ifJt * n - K1"& DNA ( r**iO 
DNAJ (4, 4-lfrCOV>-Cl±f£?lJ#-f-l ^i-^E^J©619~1662# (104 

4bp, E?!l#^5) „ 4-15 ICO V>Ti±619~1713# (1095bp, E£lJ##7) % 4-14 
Kov>T{±619~1722# (1104bp, E9II#^9) . 4-13Kov>T ti619~1773# ( 
1155bp, mm^U) > DBfco^Tfi 1270-2058 (789bp, E?!I#^13) > DEfc 
o^Tii 1270 -1575 (306bp, E#I#^15) ^H^co^*@e^iJ*^i-^>o 
[0 0 2 5] 

£ & *»wo»«-»fM-tt, ±.mmm^ 2 k^-t r ^ smsmvp* < t 

^218~348#OT^ ym@£^J (Ifi^!J#-^4) <DX*$>2> 0 *§&9§<*> 
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[0 0 2 6] 

-f^J-r-ZmtL^ Del-l£n- V~t&Wk*mW.t LTPCR'Ht & d £ t K X 
[0 0 2 7] 

[0 0 2 8] 

fiJxJf, @B^iJ#-^4, 6, 8, 10, 12, 14Xtil6^f 7 ^ ^ mSB^JOl-OX 
liifcli, 0fl&tfl~lOffi, iffL<ttl~5fl075/»^U<>J:<> @fi 
3«-^4, 6, 8, 10, 12, 14Xtil6^i-r^yafeBB^Jtc, HBX&^IS, 00 
x.(£l~10l@, L< 12 l~5i<7)7 ^mjWinLT*) X <, fcav>t±, E 
3«-^4, 6, 8, 10, 12, 14Xlil6^i-T^yatK3?!l01«Xtt««, flllx. 
tfl ~HM@, tJKii: 1 - 5fi©7 5 /^ s f (^)7 ^ / fi:f jlLT^ i v> 0 

[0 0 2 9] 

/^^^Affi^r? K flfl&fefGeneTailor™ Site-Directed Mutagenesis System 
>\£ h nv*jc>*±) , TaKaRa Site-Directed Mutagenesis System (Mutan-K 
, Mutan-Super Express Km^ I 9 lU'H XftWd &Mv»T?t 1 it^t? § &o 
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[0 0 3 0] 

> 5, 7, 9, 11, 13XJ415) fcttUiffiW&^E^kfcSDNAfc, *hU 

&o ^fr/yxVf^tlt #!lx.i£, (th'J^A) a»n50~900mM 
«9 , SJ^^55~75t:, jifiKliffi (th'J^A) aiJ9F^*150-200mM*C* «3 

, iajK* s 60-70 , c*eo^*v>-5 o 

[0 0 3 1] 

r«^s«j (ecm) t\± y m®ffi&*<»mfofttt&?z&im 
m^y** ft,-?*** o rit«^ttj Dei-io^asxtt 

[0 0 3 2] 

U ttL*3f3eo««ft (0!);iifCOS*fflJ!&> CHO^m. NIH3T3jfflJ3&^) i:fALtf 
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[0 0 3 3] 

GFP t myc^His^t'Otag, GST^g, 7^7 h — 7\ tTtf-T-VftS 

[0 0 3 4] 

[0 0 3 5] 

y°?x$ KDNAi: LTli, ^Hlfi^yy^^ K> ^M^(Oy°9^^ K 
„ ^#S*<7) 7*7 7, ^ K * if^tf & tt, 7 r - vDNA tLX \±\yr~ Vmifi 
mfhK&o ttzy^OVA t LXliTf*; yJ huff fisXtkifiP&lf 

[0 0 3 6] 
[0 0 3 7] 

fflfE# 2004-3069442 
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[0 0 3 8] 

MB^iJ^^^^ii^-e^^o iftltl^ (Escherichia coliK tt^B 

(Bacillus subtilis)&£^^f ibfr&o ? - b LXIZ, Mx-lStr?-? 

n^e-^-, lac/n^-^-^ PL^n^e-^-, PR-7°n^-*-& h^Jl^ib 

[0 0 3 9] 

*ffi±bt&Wi&l$^ #!l 7L \f.^r y # n ^ -tr J* ■ -fe 1/ If i/ (Saccharomyces 
cerevisiae) > v V"9" 7 * o < -b^ • ^° (Schizosaccharomyces pombe) & if 

Mx.ifgall7 p n^-^-, gallO^n ^r-?-, H-hv'a 
y ^ * W^K:/n^-^-, MF« lt/n^e-*-. PHOS-Zn^-^-, PGK^'n 

[0 0 4 0] 

^)vmm (cosi») ^ vero, ?-w~-x/n 

&X*-9mmm (CH0iSffl)&) ^ v>)XL«, 7y hGH3,1fflJ^ X^fcbFU HEK 
293mm%t*-t)m^bti2> 0 7u*-?-bLXi±, SRa7 0 u*-?-, SV407 P 

„ v ^ v * v ^ ^ i ? v a ^ tiz o 

[0 0 4 1] 
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[0 0 4 2] 

[0 0 4 3] 

3. ^l&WODel-iaS^WfM-O^m 

, ^«jfflj!&x xttiwiia*u<tt«flt©«5**«>v»rtt*fe 

[0 0 4 4] 

» 

[0 0 4 5] 
[0 0 4 6] 

lt^i:L-r«, ^>3-^, 77^b-^, J^^o-^, fy-7>4$<D&tfc 
[0 0 4 7] 

[0 0 4 8] 
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[0 0 4 9] 

i2~24B#p^f 7o vn<nmm*, mmxit^mm. T)vjjvmw.m*m^xft > )o 

[0 0 5 0] 

mtlCli^yyn tf ;v- £ -D-^- tf7^hvK (IPTG) m fcS&bn L T 
[0 0 5 1] 

ffl £ flX V» & RPMI-1640^%> DMEfcP&i&X & £ *L ^)^* K^fl&JElfiLTt^ * «l 
[0 0 5 2] 

Sift, 5%C02#*T, syC-Cl ~4B 5 fT^o ^iffi'M^CT* 
[0 0 5 3] 

iff* * mmm-r ^ut^i^o 

[0 0 5 4] 

ffiiE#2 004-3069442 
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mm c^*> h> * ^on^m&j&ouaa^) , &jv> 

lii»^RS«#t Ltfflv^JiiS^ **tfett«#£>fflW> ifct^&W 

[0 0 5 5] 
[0 0 5 6] 

fcfcfc«M-t*t * 0 Del-l»fl-»f)t*ii:SHfiMi"*ifc*)-CS 

•2) o 

[0 0 5 7] 

3tm)el-l«B^WfM- a — K1-£DNA£ji,1£U * -^JMS"^ Jo 

[0 0 5 8] 

ttiliE#2 004-3069442 
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iByiJfcDel-l«|J5*»f^Offi*E^loratc^Wsfc»5g ($IxJ£Factor Xa) 

6 o 

[0 0 5 9] 

, SmBW5»*H£UWi^*;fci&fc, Del-HB59-WfM-^*IR4:#»t*ii:** 
^"-t^yf-Wit, 2b*v>li7^^-V-fe>f >>f VftvTt- h (FITC) 

[0 0 6 0] 
[0 0 6 1] 

BtM-k i & -f 7*9 y -o* 7 v > ^tc x o -cff 7 - 1 *> nrti*c& 

[0 0 6 2] 

mWbZtitzmdM&f w^I^7>/A^f K9>f 7*7 y - 1 1 i> tc-f > 

Del-lf|5^Klfjtii9'1'7'vy-4'(7)^7 p ^Ki:^^$^^»o & 

7 7^-TO^-t+y^-fe'Olf, fcbjLtt, 5-7n^-4-^nn-3-r/ 
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K'JW^7x- > (BCIPK 3,3'-vT^ 7 ^ > (DAB) £-^tr^;W::-7 'f 

[0 0 6 3] 

, *5&WODel-lfflS^WItt±Jffll&^*KK:it«i-**:i6, \±*<DM. 
[0 0 6 4] 

[0 0 6 5] 

S k k fc, jfflUa^»a:3SP«»fi:l^Sgffl Sii § 2> a 

[0 0 6 6] 

[0 0 6 7] 

[0 0 6 8] 
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iOi^:, Del-1* WN°?|f<7)g|$5Wtf±> ^SDel-1^ w^Si «9 

* Jf £ ffll&ftSSt B£1" a • £ a £ * *Bfc L r v» a 0 

[0 0 6 9] 
[SNOT] 

[0 0 7 0] 

(2Sifc«l) Del-l«fl-«fJtOf^« 
£jfiH£9j&»<bl2B Ov^^H&^i *9TRIzol (Invitrogentt) «rfflv^"CRHA4«lffl 
LtZo ZtiZmmtL, Superscrpt II (Invitrogetfft) *m^"CMMW-fcB*ft 

<&ffi^Bfev*;fc&3felB?!l697-~2089«^ PCRT^ipi Lfc^c^ * -CJf * 
[0 0 7 1] 

Forward primer; AAA GAT CTA ACC CGA ACC CCT GTG AA (E?!I#^17) 
Reverse primer; AAC TCG AGC ATT GTG GGA TGT GCG (E#!#^18) 
PCRti, 94 t C^30#, 55X^30^ 72r^l^30#O£J£&35[ItfT o fc 0 
[0 0 7 2] 

£OPCRl^**UIRI£3Rtf>Bgl IlfcXho I"C^Il, 7"^*^ KpAPtag-5 ( 7 
3vtt)t:Mt/io iOit:UftlL/:^7^5 KfcXho ITSJBfLfcfl^ Ex 
onuclease III * 9'*>f ^*1±)'Cl0#>6^2^aLT, EI 1 KTjcf ;fi* £S 
§<3Del-l«&#Bftf- (4-8, 4-13, 4-14, 4-15, 4-1, 4-11, 2-6, Del-1 minor, 1 
-1, 2-3) fcfBRLfco 2*:, PCR^M^THIl \Z7F;'?m*%&Z<DVe\-m$'W 
(FB, DE, DB) fcfBRLfco 
[0 0 7 3] 
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mmmi^uLtzu^-m)i<D^%, 4-8, 4-13, 4-14, 4-1, 4-11, 2-6, Dei 

-1 minor, 1-1, 2-3*7yX$ KpAPtag-5(7 -jh u v?±) £££ U cos7,«^ 

xi-tzo mxwH*K.*m±m* mj&Rmmmmn*miLtzo trim* 

ffl$LLtz&, 0.05%EDTA^^tfPBS^SDx.T-r ff^CitiWt 

> B^fcM^SDel-l (AP4Del-l) ^TOmo^O-tfy^V^^L. T;v#';* 

1-&,«^»«oJt (APfgffiJt) L-C^a6*:o 
[0 0 7 4] 

^*BI2 Iw^-to EI 2 J: *K 4-1, 4-14S.O f 4-13/&W^MDel-lJ: !J fcj&tkfl* 
3j£<U 4-1 IS. 0^2-6 tigP^MDe 1-1 J: *) fc^tttellfFU Del-1 minor^li^ ^ 

[0 0 7 5] 

?t^^'ftc7)^^ISi^*^ft1-^^i6, DB (mm^ 1 ^^-r^*@£^JO1270~ 
2058#) , DE (@S^!j#-^nc^-t^*@B^J^1270~1575#) iBitfTB 
1 ^^1-^^^1576-20581=) *^m$-^-C±ffi^ IWj^tH IT7;V* V 

[0 0 7 6] 

DB^DE-eti^rSDel-ncE^I-^^^tt^^fv:^ FBT*li?£3ii£ 

1270~1662#@O«« (BB?!I#^3) , 1-£*>^> ffi^J#-i§-2 Ka^T S y&ffi 
yij 60218- 348* g©7^ mK^J 0«*t» 2b & t <b frfco 
[0 0 7 7] 

Zb\Z, mMMl^ftWkLtiltel-mfrttKO 3 )-*?* Del-1 minor (BB?!]*^ 1 
fc^-t&26E?!l<3619-1271#) Xfc*4-l*:/9.*3 KpAPtag-5( 7 a S'tt) fc» 
Mb, cos7«^#AL^ 0 SA«3B&fc*&*±«N jftt&^tt^SJC^ 
flXL/io *1M:it*JMfcLfc|k 0.05%EDTA*^-trPBS^Jnx.T^ hi- 

{±JiE# 2004-3069442 



#® 2003-188598 



: 20/ 



[0 0 7 8] 

|g^*0 3 ^^-t 0 HI3 K^T, A~Df£Del-l minor ^fflv^TfpM L*:-^ 

, ARZMimm*itM®LT U -7 r * --fe^Jf (BCIP) *T?$rfe Ltz i> <DX 

I?xm&LtzB%:X&& 0 C&TOi, «£0.05%EDTA£fflv>TflJ^L7^ n 
vtzM%mmMKWS®.TfrjjV*xyT?-^M (pnpp) £ tin x. r life £^ 

tztzvm&x&Zo mxm\^ mmi^tix^tzx^^ mm&m®. (^m± 

W) K?W?*mk.%&KmZ^fzt&<Dffi$L~rz&Z> 0 
[0 0 7 9] 

(e,f) o m3ERm(Dmm^, 

/;:t»a 0 ZtiKML, Del-1 minorli, MS.^M^KcOV^-ftLlc 
i>itML%fr-?tz (A,B) o 
[0 0 8 0] 

fefc^SfLfcOKStUGK Del-1 minor* m^?zt%te£:<%£&-£ti%:fr^?z 
(C)o lffl^#m^PNPP^Snx.l^fe>RJS^^T^o/c^^^v>T, Del-1 m 

morZm^tzb%te^mm$m^-m&Zti?z<DKftL(d), 4-l*m^fzt §ii 
l&feL^^o^(H)o t&oT, 4-l(ilWlgi:!tft, Del-1 minors ^ 

[0 0 8 1] 

tz?>x\ ^m^te^Xlt, 0 3 Gt:^t i ^ CiT^tt7;i/* 'J *^ 7 7 ^ 
[0 0 8 2] 

ttliiE# 2004-3069442 
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*-t-e, Dei-i^ifJt (4-1) Rx/^-mei-uz-D^x, mmw-^nttRtftg 

[0 0 8 3] 
[0 0 8 4] 

T;v^ i ;^^7r^--b*«fsi : -k^0»fMDel-litfe : f-SB^J (4-1) &3I*§L*:DN 
[0 0 8 5] 

Ztlb<Dmi&*3 Hffl1gmi,tz&K^ 0.05%EDTA^T'»« i 9l^§, 

&b<DWi<D±m*lQL*)&< h^Slfet> H*«2 (El 3 

B,F) kl^O^^T^T;^ "J*777^ --fe*<7)^®-r^^BCIP^inx-T|& 

[0 0 8 6] 

^^HI4lc^i- 0 ®4^i3v^-C, (a) J»3iMcos«^ (b) l$T)V% 'j 
7 t & -tf atfe^O * * # A L fccos«HJJ&> (c) &4-lig&#»r fi* t7W;^7 
7^-^I^^Mlfci!^lfS : f*iALf:cosa)I^^T^I»o 111 4 
jjjsLfcJ:}^ Del-l«5^»fM- (4-1) ALfetV^Wfl^ W 
W^«-fe£tL£ 0 ittlcioT, ^flfttOUBfi^afeK^Del-l^fl-HfM- (4-1) 

M*t?ti{5 k A- k*#&& L & o tz £ k > 7;V*'J^77^- If (iti t A^^EJ 

JR $ tl?£ V> £ k £ tL7t o 

[0 0 8 7] 
[«W©»*] 
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*S&93£J: »K Del-l^ir^itttSft&o Del-l§l^®r>mM^«^ 

[0 0 8 8] 

[0 0 8 9] 

IB^IJ#-^17 : -£-JftDNA 
: ^J&DNA 

[0 0 9 0] 
[I3W 

SEQUENCE LISTING 

<110> Nihon University 

<120> A truncated Del-1 protein 

<130> P03-0057 

<160> 18 

<170> Patentln version 3. 1 

<210> 1 
<211> 2303 
<212> DNA 



i±SiiE# 2004-3069442 



mm 2 0 0 3 - 1 8 8 5 9 8 V : 23/ 

<213> Mus musculus 
<220> 

<221> CDS 

<222> (619) . . (2061) 

<223> 

<400> 1 

gaattccggt taactgagga caaagggtaa tgcagaagtg atatttgatt tccattctca 60 

ttcccagtgg ccttgatatt taaactgatt cctgccacca ggtccttggg ccaccctgtc 120 

cctgcgtctc atatttctgc atgctgcttt gtttgtatat agtgcgctcc tggcctcagg 180 

ctcgctcccc tccagctctc gcttcattgt tctccaagtc agaagccccc gcatccgccg 240 

cgcagcagcg tgagccgtag tcactgctgg ccgcttcgcc tgcgtgcgcg cacggaaatc 300 

ggggagccag gaacccaagg agccgccgtc cgcccgctgt gcctctgcta gaccactcgc 360 

agccccagcc tctctcaagc gcacccacct ccgcgcaccc cagctcaggc gaagctggag 420 

tgagggtgaa tcaccctttc tctagggcca ccactctttt atcgcccttc ccaagatttg 480 

agaagcgctg cgggaggaaa gacgtcctct tgatctctga cagggcgggg tttactgctg 540 

tcctgcaggc gcgcctcgcc tactgtgccc tccgctacga ccccggacca gcccaggtca 600 

cgtccgtgag aagggatc atg aag cac ttg gta gca gcc tgg ctt ttg gtt 651 
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Met Lys His Leu Val Ala Ala Trp Leu Leu Val 
1 5 10 

gga etc age etc ggg gtg ccc cag ttc ggc aaa ggt gac att tgc aac 699 
Gly Leu Ser Leu Gly Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn 
15 20 25 

ccg aac ccc tgt gaa aat ggt ggc ate tgt ctg tea gga ctg get gat 747 
Pro Asn Pro Cys Glu Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp 
30 35 40 

gat tec ttt tec tgt gag tgt cca gaa ggc ttc gca ggt ccg aac tgc 795 
Asp Ser Phe Ser Cys Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys 
45 50 55 

tct agt gtt gtg gag gtt gca tea gat gaa gaa aag cct act tea gca 843 
Ser Ser Val Val Glu Val Ala Ser. Asp Glu Glu Lys Pro Thr Ser Ala 
60 65 70 75 

ggt ccc tgc ate cct aac cca tgc cat aac gga gga acc tgt gag ata 891 
Gly Pro Cys He Pro Asn Pro Cys His Asn Gly Gly Thr Cys Glu He 
80 85 90 

age gaa gee tat cga gga gac aca ttc ata ggc tat gtt tgt aaa tgt 939 
Ser Glu Ala Tyr Arg Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys 
95 100 105 

cct egg gga ttt aat ggg att cac tgt cag cac aat ata aat gaa tgt 987 
Pro Arg Gly Phe Asn Gly He His Cys Gin His Asn He Asn Glu Cys 

£BfE# 2004-3069442 
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110 115 120 

gaa get gag cct tgc aga aat ggc gga ata tgt acc gac ctt gtt get 1035 
Glu Ala Glu Pro Cys Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala 
125 130 135 

aac tac tct tgt gaa tgc cca gga gaa ttt atg gga cga aat tgt caa 1083 
Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin 
140 145 150 155 

tat aaa tgc tct ggg cca ttg gga ate gaa ggt ggg ate ata tct aat 1131 
Tyr Lys Cys Ser Gly Pro Leu Gly He Glu Gly Gly He He Ser Asn 
160 165 170 

cag caa ate aca get tea tct act cac cga get ctt ttt gga etc egg 1179 
Gin Gin He Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg 
175 180 185 

aag tgg tat ccc tac tat get cga ctt aat aag aag ggc ctt ata aat 1227 
Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn 
190 195 200 

gec tgg aca get get gaa aat gac aga tgg cca tgg att cag ata aat 1275 
Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp He Gin He Asn 
205 210 215 

ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga gca aaa 1323 
Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly Ala Lys 
220 225 230 235 
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agg att gga age cca gag tac ata aaa tec tac aaa att gec tac age 
Arg lie Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser 
240 245 250 



1371 



aat gac ggg aag ace tgg gca atg tac aaa gta aaa ggc acc aat gaa 
Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu 
255 260 265 



1419 



gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat get aat 
Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn 
270 275 280 



1467 



tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac ccc caa 
Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin 
285 290 295 



1515 



att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc tgt gag 
He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu 
300 305 310 315 



1563 



etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat ata caa 
Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His He Gin 
320 325 330 



1611 



gac tac cag ate act gee tec age gtc ttc aga aca etc aac atg gac 
Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp 
335 340 345 



1659 
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atg ttt act tgg gaa cca agg aaa gcc agg ctg gac aag caa ggc aaa 1707 
Met Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys 
350 355 360 

gta aat gcc tgg act tec ggc cat aac gac cag tea caa tgg tta cag 1755 
Val Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin 
365 370 375 

gtt gat ctt ctt gtc cct act aag gtg aca ggc ate att aca caa gga 1803 
Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly He He Thr Gin Gly 
380 385 390 395 

get aaa gat ttt ggt cac gtg cag ttt gtt ggg tea tac aaa eta get 1851 
Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala 
400 405 410 

tac age aat gat gga gaa cac tgg atg gtg cac cag gat gaa aaa cag 1899 
Tyr Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu Lys Gin 
415 420 425 

agg aaa gac aag gtt ttt caa ggc aat ttt gac aat gac act cac agg 1947 
Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg 
430 435 440 

aaa aat gtc ate gac cct ccc ate tat gca cga ttc ata aga ate ctt 1995 
Lys Asn Val He Asp Pro Pro He Tyr Ala Arg Phe He Arg He Leu 
445 450 455 

cct tgg tec tgg tat gga agg ate act ctg egg tea gag ctg ctg ggc 2043 
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Pro Trp Ser Trp Tyr Gly Arg He Thr Leu Arg Ser Glu Leu Leu Gly 
460 465 470 475 

tgc gca gag gag gaa tga agtgcggggc cgcacatccc acaatgcttt 2091 
Cys Ala Glu Glu Glu 
480 

tctttatttt cctataagta tctccacgaa atgaactgtg tgaagctgat ggaaactgca 2151 

tttgtttttt tcaaagtgtt caaattatgg taggctactg actgtctttt taggagttct 2211 

aagcttgcct ttttaataat ttaatttggt ttcctttgct caactctctt atgtaatatc 2271 

acactgtctg tgagttactc ttcttgttct ct 2303 



<210> 2 

<211> 480 

<212> PRT 

<213> Mus musculus 

<400> 2 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

{±iSE# 2004-3069442 
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Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 
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Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 



Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 
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Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
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370 375 380 



Pro Thr Lys Val Thr Gly He He Thr Gin Gly Ala Lys Asp Phe Gly 
385 390 395 400 



His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp Gly 
405 410 415 



Glu His Trp Met Val His Gin Asp Glu Lys Gin Arg Lys Asp Lys Val 
420 425 430 



Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val He Asp 
435 440 445 



Pro Pro He Tyr Ala Arg Phe He Arg He Leu Pro Trp Ser Trp Tyr 
450 455 460 



Gly Arg He Thr Leu Arg Ser Glu Leu Leu Gly Cys Ala Glu Glu Glu 
465 470 475 480 



<210> 3 
<211> 393 
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<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 
<222> (1). . (393) 
<223> 

<400> 3 

ata aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga 48 

He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 

gca aaa agg att gga age cca gag tac ata aaa tec tac aaa att gec 96 
Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 

tac age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc 144 
Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 

aat gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat 192 
Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 

get aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac 240 
Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 
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ccc caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc 288 
Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 

tgt gag etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat 336 
Cys Giu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 

ata caa gac tac cag ate act gec tec age gtc ttc aga aca etc aac 384 
He Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 

atg gac atg 393 
Met Asp Met 
130 



<210> 4 

<211> 131 

<212> PRT 

<213> Mus musculus 

<400> 4 

He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 



Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
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20 25 30 



Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 



Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 



Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 



Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 



Cys Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 



He Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 



Met Asp Met 
130 

mSE# 2004-3069442 
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<210> 5 

<211> 1044 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(1044) 

<223> 

<400> 5 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 
Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

miE# 2004-3069442 
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gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 

aac cca tgc cat aac gga gga acc tgt gag ata age gaa gee tat cga 288 
Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 

gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 336 
Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 384 
Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 432 
Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 528 
Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 576 
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Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gec tgg aca get get 624 
Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 

gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 672 
Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 720 
Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gec tac age aat gac ggg aag acc 768 
Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 
Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 
He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 

ffiiEJjf 2004-3069442 
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tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 
325 330 335 

gec tec age gtc ttc aga aca etc aac atg gac atg 1044 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met 
340 345 

<210> 6 

<211> 348 

<212> PRT 

<213> Mus musculus 

<400> 6 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 
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Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Giu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 
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Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 



Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 

ttilE# 2004-3069442 
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260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met 
340 345 



<210> 7 

<211> 1095 

<212> DNA 

<213> Mus musculus 

<220> 

mum 2004-3069442 
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: 43/ 



<221> CDS 

<222> (1) . . (1095) 

<223> 

<400> 7 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 
Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 

aac cca tgc cat aac gga gga acc tgt gag ata age gaa gcc tat cga 288 
Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



mfiE# 2004-3069442 
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^-v: 44/ 



gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 336 
Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 384 
Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 432 
Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 528 
Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 576 
Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gee tgg aca get get 624 
Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 

gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 672 

ffifiE# 2004-3069442 
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^-v: 45/ 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 720 
Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gec tac age aat gac ggg aag acc 768 
Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 
Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 
He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 

tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 

EiJIE# 2004-3069442 
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325 330 335 

gcc tec age gtc ttc aga aca etc aac atg gac atg ttt act tgg gaa 1056 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 

cca agg aaa gcc agg ctg gac aag caa ggc aaa gta aat 1095 
Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn 
355 360 365 



<210> 8 

<211> 365 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 
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Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



fcUfE#2 004-3069442 
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Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 



Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 

ffiiE# 2004-3069442 
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275 280 285 



He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin He Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn 
355 360 365 



<210> 9 

<211> 1104 

<212> DNA 

<213> Mus musculus 

<220> 

fflSE# 2004-3069442 
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<221> CDS 

<222> (1)..(1104) 

<223> 

<400> 9 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 
Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 

aac cca tgc cat aac gga gga ace tgt gag ata age gaa gcc tat cga 288 
Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 
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gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 336 
Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 384 
Gly He His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 432 
Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 528 
Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 576 
Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gee tgg aca get get 624 
Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 

gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 672 



tb«E# 2004-3069442 



#M 2003-188598 
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Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 720 
Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gec tac age aat gac ggg aag acc 768 
Glu Tyr lie Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 
Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga .agg cat 912 
He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 

tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 

mSE# 2004-3069442 
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325 330 335 

gcc tec age gtc ttc aga aca etc aac atg gac atg ttt act tgg gaa 1056 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 

cca agg aaa gcc agg ctg gac aag caa ggc aaa gta aat gcc tgg act 1104 
Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



<210> 10 

<211> 368 

<212> PRT 

<213> Mus musculus 

<400> 10 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



th!E# 2004-3069442 
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Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 ' 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



mtE#2 004-3069442 
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Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 

Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 



Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 

ffilE# 2004-3069442 
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275 280 285 



He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



<210> 11 

<211> 1155 

<212> DNA 

<213> Mus musculus 

<220> 

ffiSE# 2004-3069442 
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<221> CDS 

<222> (1). . (1155) 

<223> 

<400> 11 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 

aac cca tgc cat aac gga gga acc tgt gag ata age gaa gcc tat cga 288 
Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



miiE# 2004-3069442 



#12 00 3-18859 8 



^-v: 58/ 



gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 
Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



336 



ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 
Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



384 



aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 
Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



432 



tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



480 



cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 
Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 



528 



tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 
Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



576 



tat get cga ctt aat aag aag ggc ctt ata aat gee tgg aca get get 
Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



624 



gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 



672 



mSE^F 2004-3069442 
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Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 720 
Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gec tac age aat gac ggg aag acc 768 
Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 
Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 
He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 

tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 

ffifE# 2004-3069442 
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325 330 335 

gcc tec age gtc ttc aga aca etc aac atg gac atg ttt act tgg gaa 1056 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 

cca agg aaa gcc agg ctg gac aag caa ggc aaa gta aat gcc tgg act 1104 
Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 

tec ggc cat aac gac cag tea caa tgg tta cag gtt gat ctt ctt gtc 1152 
Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
370 375 380 

cct H 55 

Pro 

385 



<210> 12 

<211> 385 

<212> PRT 

<213> Mus musculus 

<400> 12 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



HiaE# 2004-3069442 
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Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Giy Giy lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



ffiSE#2 004-3069442 
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Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 



Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 

ffi|E# 2004-3069442 
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^-v: 63/ 



245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 

WliE# 2004-3069442 
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Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
370 375 380 



Pro 
385 



<210> 13 

<211> 789 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 
<222> (1) . . (789) 
<223> 

<400> 13 

ata aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga 48 
He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 

gca aaa agg att gga age cca gag tac ata aaa tec tac aaa att gec 96 
Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 

ffiSE# 2004-3069442 
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tac age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc 144 
Tyr Ser Asn Asp Giy Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 

aat gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat 192 
Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 

get aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac 240 
Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 

ccc caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc 288 
Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 

tgt gag etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat 336 
Cys Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 

ata caa gac tac cag ate act gee tec age gtc ttc aga aca etc aac 384 
He Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 

atg gac atg ttt act tgg gaa cca agg aaa gee agg ctg gac aag caa 432 
Met Asp Met Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin 
130 135 140 

ggc aaa gta aat gee tgg act tec ggc cat aac gac cag tea caa tgg 480 

2004-3069442 



#JH 2003-188598 



66/ 



Gly Lys Val Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp 
145 150 155 160 

tta cag gtt gat ctt ctt gtc cct act aag gtg aca ggc ate att aca 528 
Leu Gin Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly He He Thr 
165 170 175 

caa gga get aaa gat ttt ggt cac gtg cag ttt gtt ggg tea tac aaa 576 
Gin Gly Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys 
180 185 190 

eta get tac age aat gat gga gaa cac tgg atg gtg cac cag gat gaa 624 
Leu Ala Tyr Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu 
195 200 205 

aaa cag agg aaa gac aag gtt ttt caa ggc aat ttt gac aat gac act 672 
Lys Gin Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr 
210 215 220 

cac agg aaa aat gtc ate gac cct ccc ate tat gca cga ttc ata aga 720 
His Arg Lys Asn Val He Asp Pro Pro He Tyr Ala Arg Phe He Arg 
225 230 235 240 

ate ctt cct tgg tec tgg tat gga agg ate act ctg egg tea gag ctg 768 
He Leu Pro Trp Ser Trp Tyr Gly Arg He Thr Leu Arg Ser Glu Leu 
245 250 255 

ctg ggc tgc gca gag gag gaa 789 
Leu Gly Cys Ala Glu Glu Glu 
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260 



<210> 14 

<211> 263 

<212> PRT 

<213> Mus mus cuius 

<400> 14 

He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 



Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 



Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 



Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 



Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 



ffi§E#2 004-3069442 



mm 2003-188598 



^-V : 68/ 



Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 



Cys Giu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 



He Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 



Met Asp Met Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin 
130 135 140 



Gly Lys Val Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp 
145 150 155 160 



Leu Gin Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly He He Thr 
165 170 175 



Gin Gly Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys 
180 185 190 
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Leu Ala Tyr Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu 
195 200 205 



Lys Gin Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr 
210 215 220 



His Arg Lys Asn Val He Asp Pro Pro He Tyr Ala Arg Phe He Arg 
225 230 235 240 



He Leu Pro Trp Ser Trp Tyr Gly Arg He Thr Leu Arg Ser Glu Leu 
245 250 255 



Leu Gly Cys Ala Glu Glu Glu 
260 



<210> 15 

<211> 306 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(306) 
<223> 
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<400> 15 

ata aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga 48 
He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 

gca aaa agg att gga age cca gag tac ata aaa tec tac aaa att gec 96 
Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 

tac age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc 144 
Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 

aat gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat 192 
Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 

get aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac 240 
Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 

ccc caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc 288 
Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 

tgt gag etc tea ggc tgt 306 
Cys Glu Leu Ser Gly Cys 
100 
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<210> 16 

<211> 102 

<212> PRT 

<213> Mus musculus 

<400> 16 

He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 



Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 



Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 



Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 



Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 
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Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 



Cys Glu Leu Ser Gly Cys 
100 



<210> 17 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 17 

aaagatctaa cccgaacccc tgtgaa 26 

<210> 18 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 18 

aactcgagca ttgtgggatg tgcg 24 
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